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Environment: exudates
secreted by the plant

Root
exudates

Community: plant-specific

rhizobiome
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Cellulose-degrading

community
Kato et al, Appl Environ
Microbiol 2005
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2 Apple rootstocks X 3 treatments
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enzyme

Network construction based on annotated (meta)genomes: genes
that are classified as enzymes are ordered sequentially, according
to product-substrate associations
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Functions carried by multiple

Taxonomic groups

Functions carried only by

Rhizobiales (212)

Functions carried only by
_ Xanthomonadale (85)

Functions carried only by
Micromonosporales (25)

Functions carried only by
Planctomycetale (25)

Functions carried only by
Streptomycetales (26)
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Dominant nutrients
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Enhancement of

Adding specific
compounds
& test their
effect on microbiome
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dynamics and plant @ g : groups
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